Key indicators: single-crystal X-ray study; T = 150 K; mean (C-C) = 0.004 Å; R factor = 0.022; wR factor = 0.055; data-to-parameter ratio = 18.8.
The title compound, [Sn(C 6 H 5 ) 3 (C 9 H 10 NS 2 )], has two independent molecules in the asymmetric unit and each features a tetrahedrally coordinated Sn IV atom as the dithiocarbamate ligand coordinates in a monodentate fashion. As the noncoordinating thione S atom is proximate to the Sn atom [SnÁ Á ÁS(thione) = 3.1477 (6) and 2.9970 (5) Å for the independent molecules], distortions from the ideal geometry are evident [the widest angle being 120. 48 (5) ]. The most notable feature of the crystal packing is the formation of C-HÁ Á Á interactions that lead to the formation of supramolecular layers parallel to (321).
Related literature
For a review on the applications and structural chemistry of tin dithiocarbamates, see: Tiekink (2008) . For the recently reported n-butyl derivative, see: Kamaludin et al. (2011) .
Experimental
Crystal data [Sn(C 6 H 5 ) 3 (C 9 H 10 NS 2 )] M r = 546.29 Triclinic, P1 a = 9.6973 (2) Å b = 12.2804 (2) Å c = 22.8523 (4) Å = 90.588 (2) = 101.573 (2) = 110.687 (2) V = 2484.39 (8) Å 3 Z = 4 Mo K radiation = 1.21 mm À1 T = 150 K 0.30 Â 0.24 Â 0.19 mm
Data collection
Oxford Diffraction Xcaliber Eos Gemini diffractometer Absorption correction: multi-scan (CrysAlis PRO; Oxford Diffraction, 2010) T min = 0.748, T max = 0.795 62467 measured reflections 10558 independent reflections 9633 reflections with I > 2(I) R int = 0.038 Refinement R[F 2 > 2(F 2 )] = 0.022 wR(F 2 ) = 0.055 S = 1.00 10558 reflections 561 parameters H-atom parameters constrained Á max = 0.55 e Å À3 Á min = À0.44 e Å À3 Table 1 Selected bond lengths (Å ). Hydrogen-bond geometry (Å , ).
Cg1, Cg2, and Cg3 are the centroids of the C16-C21, C37-C42 and C43-C48 benzene rings, respectively. Data collection: CrysAlis PRO (Oxford Diffraction, 2010); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997), DIAMOND (Brandenburg, 2006) and QMol (Gans & Shalloway, 2001) ; software used to prepare material for publication: publCIF (Westrip, 2010) . Fig. 1 . The molecular structure of the two independent molecules comprising (I) showing the atom-labelling scheme and displacement ellipsoids at the 50% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Sn1 0.425600 (14) 0.868539 (11) 0.613068 (5) 0.02407 (4) S1 0.25460 (6) 0.77901 (4) 0.51651 (2) 0.02845 (10) (7) 0.02598 (7) 0.01999 (7) 0.00680 (5) 0.00633 (5) 0.00045 (5) S1 0.0337 (3) 0.0290 (2) 0.0217 (2) (7) 0.0164 (7) 0.0061 (6) C28 0.0257 (9) 0.0238 (9) 0.0252 (9) 0.0054 (8) 0.0066 (7) 0.0018 (7) (11) 0.0063 (9) 0.0113 (9) 0.0027 (9) supplementary materials sup-7 C37 0.0259 (9) 0.0247 (9) 0.0173 (8) 0.0100 (7) 0.0042 (7) −0.0011 (7) C38 0.0295 (10) 0.0253 (9) 0.0210 (9) 0.0117 (8) 0.0031 (7) 0.0005 (7) 
